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Z—form DNA is a more radical departure from the B structure; the most
obvious distinction is the left—handed helical rotation. There are
12 base pairs per helical turn, with a rise of 0.38 nm per base pair.
The DNA backbone takes on a zig-zag appearance. Certain nucleotide
sequences fold up into left—handed Z helices more readily than do
others.

ATP synthase, the ATP-synthesizing enzyme complex of the inner
mitochondrial membrane, has two major Components-(or factors), F1 and
Fo. The subscript letter 0 in F, denotes that it is the portion of the
ATP synthase that confers sensitivjf§’ to oligomycin, a potent
inhibitor of this enzyme complex and thus of oxidative

phosphorylation.
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